Figure 25 : VAl-ufcieras 
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Figu Ai4: Adenovirus VA I ft 
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Figure 21: Human U6-S35-Ribozyme Chimera 
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Figure 20: Human06-S35-Ribozyme ^limera 
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GGCAGAACAG CAGAGUGGCG CAGCGGAAGC GUGCUGGGCC CAUAACCCAG 50 
AGGUCGAUGG AUCGAAACCC CGGAUCGUAC CGCG GCACAA CACUGAUGAG 100 
GACCGAAAGG UCCGAAACGG GCA GGAUCCU AACGAUCCGGGGUGUCGAUC 150 
CAUCACUCUG CUGUUCUGUU U 171 

Underlined bases indicate the HHI ribozyme sequence 
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A BOX = URGCNNAGYGG 
B BOX = GGUUCGANUCC 



This is based on Geiduschek & Tocchini-Valentini, 
(1988) Annu. Review Biochem. 57, 873-914. However 
this consensus sequence is not meant to be limiting 



N = A,U,G,orC 

R = Purine 

Y = Pyrimidine 

• = Indicates base-pairing 

— = Indicates covalent linkage 

Indicates sites at which desired 
RNAs can be cloned 
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S35 Plus Sequence 

GGCAGAACAG CAGAGUGGCG CAGCGGAAGC GUGCUGGGCC CAUAACCCAG 50 

AGGUCGAUGG AUCGAAACCC CGGAUCGUAC CGCGGGGAUC CUAACGAUCC 100 

GGGGUGUCGA UCCAUCACUC UGCUGUUCUG UU U 133 



FIGURE 12 a 




HHIS35 



GGCAGAACAG CAGAGUGGCG CAGCGGAAGC GUGCUGGGCC CAUAACCCAG 50 
AGGUCGAUGG AUCGAAACCC CGGAUCGUAC CGCGGCACAA CACUGAUGAG 100 
GACCGAAAGG UCCGAAACGG G£AGGAUCCA CUCUGCUGUU CUGUUU 146 

Underlined bases indicate the HHI ribozyme.sequence_ 
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S35 Sequence 

GGCAGAACAG C AG AGUGGCG CAGCGGAAGC GUGCUGGGCC CAUAACCC AG 5 0 

AGGUCGAUGG AUCGAAACCC CGGAUCGUAC CGCGGUGGAU CCACUCUGCU 100 

GUUCUGUUU 109 
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S35 Ribozyme Chimera (HHIS35) 
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S35 tRNA Chimera (S35) 
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